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Research Interests: My research applies genomic datasets to unravel knowledge about the 
evolution of biodiversity, the micro- and macroevolutionary forces that drive global 
biogeographic patterns, and the resilience of ecosystems to climate change adaptation. My 
research entails a broad range of micro and macroalgae, including biodiversity, phylogenetic, 
and population genetic investigations, though my most recent work is strongly focused on the 
evolution of Arctic kelps. My research vision, however, is focused on genomic datasets and how 
they offer deeper ecological and evolutionary insights on biodiversity. 
 
Synopsis of Society Service: I have been a PSA member since 2018. I am a regular reviewer for 
the Journal of Phycology, having reviewed seven articles since 2020. I was also a Norma J. Lang 
Fellow from 2020-2023. In 2021, my co-authors and I received the Provasoli award for our work 
demonstrating overlooked species and hybridizations among kelp using whole genome data. I 
currently sit on the Grants and Fellowships Committee. 
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